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The INO80 chromatin remodeling complex plays a
critical role in shaping the dynamic chromatin
environment. The diverse functions of the
evolutionarily conserved INO80 complex have
been widely reported. However, the role of INO80
in  modulating the histone variant H2A.Z is
controversial. Moreover, whether INO80 helps
regulate heterochromatin remains unknown. Here,
we characterize the regulatory effects of OsINO80
on protein-coding genes and transposable
elements (TEs) in rice. Upon OsINO8O
overexpression in rice, we found three types of
OsINO80-occupied  regions  with  different
chromatin signatures: type 1 (enriched with
H2A.Z), type Il (enriched with H3K9me2), and
type Il (deficient in H2A.Z/H3K9me2). Loss of
OsINOB8O results in a decrease in H3K27me3, but
not H2A.Z, at type | regions as well as a decrease

in H3K9me2 at type 11 regions, which correlates with TE activation and transposition. Our findings reveal that
OsINO8O facilitates H3K27me3 establishment, promotes H3K9me2 deposition, and maintains TE silencing.
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Human Reproduction Open# & Lt & % & 75 “Bi-allelic variants in DNAH3
cause male infertility with asthenoteratozoospermia in humans and mice” &
X #((Meng et al., Hum Reprod Open, 2024)) . %@t X B RE £ 4%, &
o, BOHBRRAANTLAL, DNAHI RELERAREFH &,
WTENIREE, £2FHhIRLEE, REEFLFER. ZHERA
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Stage II-II Stage IV-V StageVI-VII StagIX-XI Stage XI

Fig.1 Identification of stages (II-XI1) and cell types using a combination of PNA -FITC Immunofluorescence. The panels of are merged
images of PNA-FITC-labeled acrosomes (green) and Hoechst-labeled nuclei (blue). Scale bar, 25 pm.
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29 X T HHA R R R4 TRedox BiologyZe & L X 2B K “The
covalent modification of STAT1 cysteines by sulforaphane promotes antitumor
immunity via blocking IFN-y-induced PD-L1 expression”#y X ¥, ZAF 3P,
FHEAHF R RRAEF A EEF 4 69Roche EPCRAL-3843L, FATALNZE
ORBEBEEERABE O ROHAELHE, Roche (FKR) #92EPCRA, LI
A FLightCycler£ 7], RHFAEMFRERLE TS 2ERANHHRERETRLR
EPCR#%&. ZAFINZHEL RN BMNPCRA L FHXAET, FIAFDNA,
RNAZZ G RHEESH.
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The curve represents the protein’s stability profile, showing changes in fluorescence
intensity as the protein undergoes thermal denaturation. The inflection points of the curve,
known as the melting temperature (Tm), represents the temperature at which 50 % of the
protein is unfolded. Compare the Tm values of different samples to assess protein stability

or ligand binding effects.
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& E X & A A “OsMAPKKK5 Affects Brassinosteroid Signal

Transduction via Phosphorylating OsBSK1-1 and Regulates Rice

Plant Architecture and Yield”##f%c# 3 (Yan, P., Wang, Y.,

Luo, X, et al. (2025), Plant Biotechnol. J , DOI:

10.1111/pbi.70008) . %#F A Fl EH £+ 4 ¢y Leicas A % £ T
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We determined whether competitive relationship between
OsMAPKKK5-0sBSK1-1-OsBRI1 and OsMAPKKK5-0OsBSK1-1-
OsPPKL1 also influenced the effects of BR on the rice plant architecture
and yield. Our F&rster resonance energy transfer (FRET) analysis and
the luciferase complementation assay showed that the strength of the
interaction between OsBSK1-1 and OsBRI1/OsPPKL1 decreased in the
presence of OsSMAPKKKS5.
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WEAEE (BR) 2—HEBREANEE, TRHAHHA

METRK BN ERALET . HREBREBRAETHF
MXGREAREFLADAEMERLHE, KFLRR. &
FTH.,. 28 R EHE 4 %% (mitogen-activated
protein kinase, MAPK) 4%5 ZBKif 55 k& K A5
5iR{z K4S~ €, 12BRIEFTAMAPKAE 5 Z 1 44T % K,
BAERAEREHRESFZZRENEENFN. LB
KFFNEAREEE —NAEKEHRETEHX4E
X B OsMAPKKKS5 , i & % f 8 # R A,
OSMAPKKK5 % #5 — A~ MAPK & B 15 5 % 8, 5
OsBSK1-1Z 434 A8k ik, #t— AL, X5
B EWN IR EE, #0sBSKI-1LXAH RIE
Y ABRXRITHEZBBRE T WA, & LATK,
OSMAPKKK54 4 € 28 MAPKKK K #% i &&, 3t K4S
FERERGAERAE B ERE, Fwkd., 2EK,
i X DNERK, OSMAPKKKS:E it 44 B L OsBSK1-1
PR A ABRLRMEEBRIET WS, #BRTHEZ
AE B FOBZRIA R#A@MIE, ARAELTHLR
ARXRMWFBRIETH S, ERPhEZEHR, B, #
FICRISPR/Cas9 & 4.8 % OsSMAPKKKS5., 3@ A
o) B8 B [ 89 OSMAPKKKS ¥ 45 & B # #% 3% 2 4k &9
OsMAPKKK5% 1z £ B, A Zit—F & R KASHHRE S
FE. AFRERT AL ERRAEGRENH, A
RAGE =B AR T ZoREFREETR.
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£ 9 k5 & 1830432 R 4 F Science Translational Medicine
#ELELEX AN ‘MEKL/?2 inhibitors suppress pathological a-
synuclein and neurotoxicity in cell models and a humanized
mouse model of Parkinson’s disease” #L¥ (H. W. et al. B. Lu,
Science Translational Medicine, 2025) ,» A& LI, &FHILIR
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The Operetta CLS high-content imaging and analysis system offers a transformative platform for investigating the
pathological role of serine 129-phosphorylated a-synuclein (p-asyn) in Parkinson’s disease (PD) neurons, leveraging its
high-throughput, high-resolution, and multiparametric quantitative capabilities. By integrating spinning-disk confocal
microscopy with automated image acquisition, this system enables in situ imaging of primary murine neurons, precisely
resolving the subcellular distribution of p-asyn in somata, axonal terminals, and presynaptic compartments. Utilizing
specific fluorescent labeling and multichannel colocalization analysis, it quantitatively characterizes the localization
intensity, aggregation morphology (e.g., oligomer size, fibrillar texture), and spatial interactions with organelle markers at
single-cell resolution.

Compared to conventional endpoint assays like Western blot or immunohistochemistry, this technology not only
enhances data throughput through automated imaging but also employs machine learning algorithms to objectively
guantify pathological deposits and track their spatiotemporal dynamics. These advancements provide multidimensional
pharmacodynamic evidence for evaluating therapeutic strategies or small-molecule asyn aggregation inhibitors.
Furthermore, its high-throughput capacity accelerates targeted drug discovery and mechanistic studies focused on
pathogenic proteins.
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